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Figure 1. Differential expression and functional enrichment analyses carried out in this study. � ����������������������������������������������
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INTRODUCTIONINTRODUCTION

In this preliminary study, we wanted to prove that proteomics applied to 
NPA could help for BPD early detection and prevention. To do so we: 

Assess NPA quality ��������������������������������������������

Search for possible BPD biomarkers ��������������������������������������������
Use of high-throughput mass spectrometry-based proteomics ��������������
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OBJECTIVESOBJECTIVES
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CONCLUSIONCONCLUSION
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ROC Curve Using Comp: 1
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ROC Curve Using Comps: 1, 2

AUC: 0.7646
P-value < 0.001

AUC: 0.8413
P-value < 0.001
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����������������� ��� ������	¥� �����������. The software RStudio was selected for 
bioinformatic analyses. The packages limma, mixOmics and clusterProfiler were mainly used. The 
online software tool STRING was applied for protein network visualization.
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Figure 3. Receiver operating characteristic curves (ROC). �������������������������������
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